
SEQUENCE LISTING 



<110> Hardy, Britta 

Battler, Alexander 
Raiter, Annat 
Kornowski, Ran 
Weiss, Chana 

<120> ANGIOGENIC PEPTIDES AND USES THEREOF 

<130> 31831 

<160> 32 

<170> Patentln version 3.3 

<210> 1 

<211> 36 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Phage displayed peptide DNA sequence 

<400> 1 

gttccgtgga tggagccggc ttatcagagg tttctg 



<210> 


2 


<211> 


12 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Phage displayed peptide 


<400> 


2 



Val Pro Trp Met Glu Pro Ala Tyr Gin Arg Phe Leu 
15 10 



<210> 3 

<211> 36 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Phage displayed peptide DNA sequence 
<400> 3 

ctgcttgcgg atacgacgca tcataggccg tggact 



<210> 4 
<211> 12 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Phage displayed peptide 
<400> 4 

Leu Leu Ala Asp Thr Thr His His Arg Pro Trp Thr 
15 10 



<210> 5 

<211> 36 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Phage displayed peptide DNA sequence 
<400> 5 



cagccttggt tggagcaggc ttattatagt acgttt 



<210> 6 
<211> 12 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Phage displayed peptide 
<400> 6 

Gin Pro Trp Leu Glu Gin Ala Tyr Tyr Ser Thr Phe 
15 10 



<210> 7 

<211> 36 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Phage displayed peptide DNA sequence 
<400> 7 

tctgcgcatg ggacgtctac tggtgttccg tggccg 



<210> 


8 


<211> 


12 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Phage displayed peptide 


<400> 


8 



Ser Ala His Gly Thr Ser Thr Gly Val Pro Trp Pro 
15 10 



<210> 9 

<211> 36 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Phage displayed peptide DNA sequence 
<400> 9 

tatccgcata ttgattcgct tggtcattgg cggcgg 



<210> 


10 


<211> 


12 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Phage displayed peptide 


<400> 


10 



Tyr Pro His lie Asp Ser Leu Gly His Trp Arg Arg 
15 10 



<210> 11 

<211> 36 

<212> DNA 

<213> Artificial 



sequence 



<220> 

<223> Phage displayed peptide DNA sequence 



<400> 11 

actttgccgt ggctggagga gtcttattgg cgtcct 36 



<210> 


12 


<211> 


12 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Phage displayed peptide 


<400> 


12 



Thr Leu Pro Trp Leu Glu Glu Ser Tyr Trp Arg Pro 
15 10 



<210> 13 

<211> 6 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Consensus motif derived from integration of biologically active 
phage displayed peptides 



<220> 

<221> misc_feature 

<222> (3).. (3) 

<223> Leucine or Isoleucine 

<220> 

<221> misc_feature 

<222> (4) . . (4) 

<223> Aspartate or Glutamate 

<220> 

<221> misc_feature 

<222> (5) . . (5) 

<223> Xaa can be any naturally occurring amino acid 

<400> 13 

Pro Trp Xaa Xaa Xaa Tyr 
1 5 



<210> 14 

<211> 5 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 

<400> 14 

Val Pro Trp Leu Glu 
1 5 



<210> 15 

<211> 21 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Single strand DNA oligonucleotide 
<400> 15 

ctacctccac catgccaagt g 21 



<210> 16 
<211> 21 



<212> DNA 

<213> Artificial sequence 
<220> 

<223> Single strand DNA oligonucleotide 

<400> 16 

tgcgctgata gacatccatg a 

<210> 17 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Single strand DNA oligonucleotide 

<400> 17 

ttcctgccga tgcatgtcta 



<210> 18 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Single strand DNA oligonucleotide 

<400> 18 

tgttcgctgc ctgacactgt 



<210> 


19 


<211> 


23 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Single strand DNA oligonucleotide 


<400> 


19 


tcaggcagct cacagtccta gag 


<210> 


20 


<211> 


24 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Single strand DNA oligonucleotide 


<400> 


20 


acttgtcgtc tgattctcca ggtt 


<210> 


21 


<211> 


21 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Single strand DNA oligonucleotide 



<400> 21 

tcagcgcatg gcaataatag a 



<210> 22 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Single strand DNA oligonucleotide 



5 



<400> 22 

accaaggtgc tagccatctt attc 



24 



<210> 23 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Single strand DNA oligonucleotide 



<400> 23 

agtgtaccct aactagccga ggaa 



24 



<210> 24 

<211> 21 

<212> DNA 

<213> Artificial sequence 



<220> 
<223> 



Single strand DNA oligonucleotide 



<400> 24 

gcctgtgcag tgcaatacct t 



21 



<210> 25 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Single strand DNA oligonucleotide 



<400> 25 

gtcggagtca acggatttgg 



20 



<210> 26 

<211> 26 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Single strand DNA oligonucleotide 
<400> 26 

ggcaacaata tccactttac cagagt 



26 



<210> 27 

<211> 7 

<212> PRT 

<213> Artificial sequence 



<220> 
<223> 



Consensus motif derived from integration of biologically active 
phage displayed peptides 



<220> 
<221> 
<222> 
<223> 



misc_f eature 
(3) . . (3) 

Iso-leucine or Leucine 



<220> 
<221> 
<222> 
<223> 



misc_f eature 
(4) . . (4) 

Aspartic or Glutamic acid 



<220> 
<221> 
<222> 
<223> 



misc_f eature 
(5) . . (6) 
Any amino acid 



6 



<400> 27 

Pro Trp Xaa Xaa Xaa Xaa Tyr 



<210> 28 

<211> 207 

<212> PRT 

<213> Mus rausculus 



<400> 28 

Met Ser Pro Leu Leu Arg Arg Leu Leu Leu Val Ala Leu Leu Gin Leu 
1 5 10 15 



Ala Arg Thr Gin Ala Pro Val Ser Gin Phe Asp Gly Pro Ser His Gin 
20 25 30 



Lys Lys Val Val Pro Trp lie Asp Val Tyr Ala Arg Ala Thr Cys Gin 
35 40 45 



Pro Arg Glu Val Val Val Pro Leu Ser Met Glu Leu Met Gly Asn Val 
50 55 60 



Val Lys Gin Leu Val Pro Ser Cys Val Thr Val Gin Arg Cys Gly Gly 
65 70 75 80 



Cys Cys Pro Asp Asp Gly Leu Glu Cys Val Pro Thr Gly Gin His Gin 
85 90 95 



Val Arg Met Gin lie Leu Met lie Gin Tyr Pro Ser Ser Gin Leu Gly 
100 105 110 



Glu Met Ser Leu Glu Glu His Ser Gin Cys Glu Cys Arg Pro Lys Lys 
115 120 125 



Lys Glu Ser Ala Val Lys Pro Asp Arg Val Ala lie Pro His His Arg 
130 135 140 



Pro Gin Pro Arg Ser Val Pro Gly Trp Asp Ser Thr Pro Gly Ala Ser 
145 150 155 160 



Ser Pro Ala Asp lie He His Pro Thr Pro Ala Pro Gly Ser Ser Ala 
165 170 175 



Arg Leu Ala Pro Ser Ala Val Asn Ala Leu Thr Pro Gly Pro Ala Ala 
180 185 190 



Ala Ala Ala Asp Ala Ala Ala Ser Ser He Ala Lys Gly Gly Ala 
195 200 205 



<210> 29 

<211> 35 

<212> PRT 

<213> Mus musculus 

<400> 29 



Pro Val Ser Gin Phe Asp Gly Pro Ser His Gin Lys Lys Val Val Pro 
15 10 15 



Trp lie Asp Val Tyr Ala Arg Ala Thr Cys Gin Pro Arg Glu Val Val 
20 25 30 



Val Pro Leu 
35 



<210> 30 

<211> 35 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Pro Val Ser Gin Pro Asp Ala Pro Gly His Gin Arg Lys Val Val Ser 
15 10 15 



Trp lie Asp Val Tyr Thr Arg Ala Thr Cys Gin Pro Arg Glu Val Val 
20 25 30 



Val Pro Leu 
35 



<210> 31 

<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 31 

Pro Trp lie Asp Val Tyr 
1 5 



<210> 32 

<211> 7 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Consensus motif derived from integration of biologically active 
phage displayed peptides 



<220> 

<221> misc_feature 

<222> (3).. (6) 

<223> Any amino acid 

<400> 32 



Pro Trp Xaa Xaa Xaa Xaa Tyr 
1 5 



